(a) F S (q max , t) for water in Lyz-Tr (aq) excluding the first shell around the lysozyme, "Lyz-Tr(aq) -I*Lyz", at T = 280 K (black empty circles). The fit to Eq. 2 (main text) (black solid line) is compared to the fit of the F to Eq. 2 (main text) for water in the Lyz-Tr(aq) with no exclusion, Supplementary Fig. S1(a) shows the behaviour of the F S (q max , t) when excluding water molecules in the first hydration shell around the lysozyme, "Lyz-Tr(aq) -I*Lyz", at T = 280 K. The behaviour at the other two temperatures is analogous. For defining the first hydration shell around the lysozyme we considered the water molecules hydrogen bonded to oxygen or nitrogen atoms of the protein with the same criterion used for water hydrogen bonded to trehalose (see description of Fig. 3 in the main text).
We can see that the F S (q max , t) is similar to Lyz-Tr(aq) case with no exclusions, "Lyz-Tr(aq) -Tot.". In fact it retains a two relaxations behaviour and it can be fitted to Eq. 2 (main text). Nonetheless water molecules in the first hydration shell of lysozyme bring some contribution to the global slow behaviour of the F in the Lyz-Tr(aq). This can be better appreciated looking at parameters of the fits to Eq. 2 (main text) in Supplementary Supplementary Table S1 . The behaviour of the SISF when the first hydration shell around the lysozyme is excluded suggests that slow water is in contact with the protein. In fact while the two relaxations behaviour can be mostly attributed to the water molecules in the hydration shells of trehalose (see Fig. 3 in the main text), the behaviour of the SISF shows a faster relaxation when water around the lysozyme is excluded. 
